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Annotatsiya. Tuproq sho‘rlanishi qishloq xo‘jaligi ekinlari hosildorligini
cheklovchi asosiy ekologik omillardan biri hisoblanadi. Mazkur tadqgiqotda g‘o‘za
(Gossypium hirsutum L.) genotiplarining sho ‘rlanish sharoitida morfo-fiziologik va
molekulyar-genetik xususiyatlari baholandi. Genotiplarning sho‘r stressga
bardoshliligini aniglash maqgsadida nisbiy suv miqdori (RWC), xlorofill indeksi
(SPAD) va barglarning suv yo‘qotish ko‘rsatkichi (ELWL) kabi fiziologik
parametrlar o‘rganildi. Shuningdek, morfo-xo‘jalik belgilari va tola sifati
ko‘rsatkichlari tahlil qilindi. Genetik xilma-xillikni aniglash hamda sho‘rga
chidamlilik bilan bog‘liq lokuslarni belgilash uchun SSR markerlari asosida
molekulyar tahlillar amalga oshirildi. Tadqiqot natijalari genotiplar orasida
fiziologik va agronomik ko‘rsatkichlar bo‘yicha sezilarli farglar mavjudligini
ko‘rsatdi. T-1002, T-1003 va Yulduz-2 genotiplari sho‘r stress sharoitida nisbatan
yuqori bardoshlilik namoyon etdi. Shuningdek, sho‘rga chidamlilik bilan bog°‘liq
informativ molekulyar markerlar aniglandi. Olingan natijalar g‘o‘za seleksiyasida
sho‘rlanishga chidamli, yuqori hosildor va sifatli tolaga ega navlarni yaratishda
muhim ahamiyatga ega.

Kalit so‘zlar: Gossypium hirsutum, g‘o‘za, tuproq sho‘rlanishi, fiziologik
ko‘rsatkichlar, SSR markerlar, genetik xilma-xillik, seleksiya.

AHHOoTamus. 3acosieHue TOUB SIBJISIETCS OOHMM M3 OCHOBHBIX (hakTOPOB,
OTPaHNYMBAIONINX TMPOAYKTUBHOCTh CEJIbCKOXO3SIMCTBEHHBIX KYJbTYP, BKIHOUAs
XJIOMTYaTHUK. B IaHHOM 1CCJIeIOBaHUA IpoBeieHa OIleHKa
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MoppobU3MOTOTUYECKUX M MOJIEKYJISIPHO-TEHETMUYeCKMX  XapaKTepUCTUK
reHoTunoB xjomnuatHuka (Gossypium hirsutum L.) B ycioBusix 3acoseHust. st
ormpenesieHNs YCTOMYMBOCTM TE€HOTUIIOB ObUIM U3yueHbl (U3NOJIOrnyeckme
MoKas3aTesM, BKJIIOYasi OTHOCUTENIbHOe cojepykaHue Bomabl B JMCTbAX (RWC),
mHaekc xjopodpmwuia (SPAD) u nortepro Boabl imctbsiMu (ELWL). Takske 6bLamn
TPOAHAIM3MPOBAHbI XO3SIMICTBEHHO-IIEHHbIE TPM3HAKM UM TIOKa3aTeu KadecTBa
BOJIOKHA. MOJIEKYJISIpHBIN aHAIN3 ITPOBOIMIICS C MCIOb3oBaHMeM SSR-mapkepoB
IJIS1 BBISIBJIEHMSI TEHeTMYEeCKOro pa3HooOpasusi M MapKepoB, CBS3aHHBIX C
YCTOMYMBOCTBIO K  3acoyieHuio. Pe3ysibTaThl  MMOKasaM  3HAUUTETbHYIO
M3MEHYMBOCTb F€HOTUIIOB 1O (PU3MOIOTUUECKUM U arPOHOMUYECKUM TTOKA3aTeISIM.
YcranoBneno, uro redHorumnsl T-1002, T-1003 u Yulduz-2 ob6samaioT BbICOKOM
YCTOMUMBOCTBIO K coysieBoMy cTpeccy. Kpome Toro, BbIsiBJieHbI MH(MDOpPMAaTUBHbBIE
MapKepbl, CBSI3aHHbIE C YCTOMUMBOCTBIO K 3acosyieHunio. [TosyyeHHble pe3yJibTaThbl
MOTYT OBITb MCIIOJIb30BaHbI B CEJEKIMOHHBIX IIporpaMMax MJisi CO3IaHMS
BBICOKOYPOSKAMHBIX ¥ YCTOMUYMBBIX COPTOB XJIOMYaTHMUKA.

KmioueBbie cioBa: Gossypium hirsutum, X/jomuyaTHMK, 3acojieHKMe IOYB,
dbusmnonornyeckme 1mokKaszaTean, SSR-Mapkepbl, reHeTuyeckoe pasHoOoOpasue,
ceseKIus

Abstract. Soil salinity is one of the major environmental factors limiting crop
productivity, including cotton. This study aimed to evaluate the
morphophysiological and molecular-genetic characteristics of cotton (Gossypium
hirsutum L.) genotypes under salinity conditions. Physiological parameters such as
relative water content (RWC), chlorophyll index (SPAD), and excised leaf water
loss (ELWL) were analyzed to determine the tolerance of genotypes to salt stress.
Agronomic traits and fiber quality characteristics were also assessed. Molecular
analysis was performed using SSR markers to identify genetic diversity and markers
associated with salinity tolerance. The results revealed significant variation among
genotypes in physiological and agronomic traits. Genotypes T-1002, T-1003, and
Yulduz-2 demonstrated relatively higher tolerance to salinity stress. In addition,
informative molecular markers associated with salt tolerance were identified. The
findings can be applied in cotton breeding programs for the development of high-
yielding and salt-tolerant varieties.

Keywords: Gossypium hirsutum, cotton, soil salinity, physiological traits,
SSR markers, genetic diversity, breeding

KIRISH
Hozirgi kunda tuproq sho‘rlanishi gishloq xo‘jaligi ekinlarining hosildorligiga
salbiy ta’sir ko‘rsatuvchi asosiy ekologik omillardan biri hisoblanadi. Aynigsa,
paxtachilik rivojlangan hududlarda sho‘rlangan yerlar ulushining ortishi g‘o‘za
navlarining barqaror hosildorligini ta’minlashni giyinlashtirmogda. Shu sababli
sho‘rlanishga chidamli, yuqori hosildor va sifatli tolaga ega genotiplarni aniglash
hamda seleksiya jarayonida ulardan samarali foydalanish muhim ilmiy vazifalardan
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hisoblanadi [1,2]. G’o°za genotiplarining fiziologik va molekulyar ko ‘rsatkichlar
asosida stressga javobini o‘rganish seleksiya jarayonini samarali tashkil etishga
xizmat qiladi [3].

MATERIALLAR VA USLUBLAR

Tadqgiqotda g‘o‘zaning turli genotiplari sho‘rlanish sharoitida fiziologik,
morfo-xo‘jalik va molekulyar-genetik ko ‘rsatkichlar asosida baholandi. Fiziologik
tahlillarda o‘simliklarning suv rejimi va stressga bardoshliligini aniglash magsadida
Relative Water Content (RWC), SPAD xlorofill indeksi va Excised Leaf Water Loss
(ELWL) ko‘rsatkichlari baholandi.

Morfo-xo‘jalik tahlillarida o‘simlik bo‘yi, ko‘saklar soni, ochilgan ko‘saklar
ulushi hamda tola sifati ko‘rsatkichlari (UHML va STR) o‘rganildi. Genotiplar
o‘rtasidagi genetik farglanishni aniglash uchun SSR markerlari asosida PSR
tahlillari o‘tkazildi [4]. Olingan ma’lumotlar statistik tahlil qilinib, genotiplar
sho‘rga chidamlilik darajasiga ko ‘ra guruhlandi.

NATIJALAR VA MUNOZARA

Tadgiqot natijalari sho‘rlanish sharoitida g‘o‘za genotiplarida fiziologik
ko‘rsatkichlar sezilarli darajada o‘zgarishini ko‘rsatdi. T-1002, T-1003 va Yulduz-2
genotiplari suvni samarali ushlab turish, fotosintetik pigmentlar barqgarorligini
saglash va past suv yo‘qotish xususiyati orqali yuqori fiziologik bardoshlilik
namoyon etdi.

Morfo-xo‘jalik tahlillarida T-2000, T-1080, T-1050 va Orzu genotiplari sho‘r
stress sharoitida hosildorlik elementlarini barqaror saqgladi. Tola sifati tahlillarida T-
1024, T-1050, L-218 va T-1003 genotiplari UHML va STR ko ‘rsatkichlarini stress
sharoitida ham saqlab qoldi.

Molekulyar tahlillar natijasida NAU2277, MUCS223, BNL3545 va JESPR65
markerlari yuqori informativligi bilan ajralib turdi. AMOVA tahlili genotiplar
o‘rtasida 42 % genetik farglanish mavjudligini Kko‘rsatdi. Shuningdek,
BNL1421|190, NAU5434/280 va JESPR65|170 allellari sho‘rga chidamlilik bilan
bog‘lig muhim molekulyar indikatorlar sifatida aniglandi [5,6,7,8].

XULOSA
Kompleks fiziologik, morfologik va molekulyar tahlillar asosida T-1002, T-
1003, Yulduz-2, T-1050, L.-218, T-2000 va Orzu genotiplari sho‘rga bardoshli
seleksiya manbalari sifatida tavsiya etildi. Ushbu genotiplardan seleksiya ishlarida
donor material sifatida foydalanish sho‘rlanishga chidamli, yuqori hosildor va sifatli
tolaga ega g‘o°za navlarini yaratishda muhim ahamiyatga ega.
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